Using primary melanocytes and HEK293 cells, we found that cAMP signaling accelerates repair of biand mono-functional platinum-induced DNA damage. Elevating cAMP signaling either by the agonistic MC1R ligand melanocyte stimulating hormone (MSH) or by pharmacologic cAMP induction by forskolin enhanced clearance of intrastrand cisplatin-adducts in melanocytes or MC1R-transfected HEK293 cells. MC1R antagonists human beta-defensin 3 and agouti signaling protein blocked MSH-but not forskolinmediated enhancement of platinum-induced DNA damage. cAMP-enhanced repair of cisplatin-induced DNA damage was dependent on PKA-mediated phosphorylation of ATR on S435 which promoted ATR's interaction with the key NER factor xeroderma pigmentosum A (XPA) and facilitated recruitment of an XPA-ATR-pS435 complex to sites of cisplatin DNA damage. Moreover, we developed an oligonucleotide retrieval immunoprecipitation (ORiP) assay using a novel platinated-DNA substrate to establish kinetics of ATR-pS435 and XPA's associations with cisplatin-damaged DNA. Expression of a non-phosphorylatable ATR-S435A construct or deletion of A kinase-anchoring protein 12 (AKAP12) impeded platinum adduct clearance and prevented cAMP-mediated enhancement of ATR and XPA's associations with cisplatindamaged DNA, indicating that ATR phosphorylation at S435 is necessary for cAMP-enhanced repair of platinum-induced damage and protection against cisplatin-induced mutagenesis. These data implicate cAMP signaling as a critical regulator of genomic stability against platinum-induced mutagenesis.
The melanocortin 1 receptor (MC1R) is a highly polymorphic G s protein-coupled cell surface receptor on melanocytes 6 that functions as a global regulator of melanocyte physiology and damage responses 7, 8 . When stimulated by its agonistic ligand MSH, MC1R promotes the formation of the second messenger cAMP through activation of adenylyl cyclase 9 . MC1R signaling is impacted by a variety of ligands which regulate MC1R-cAMP responses. Agouti signaling protein (ASIP) functions as an inverse agonist for MC1R decreasing MC1R basal signaling 10 while human β-defensin 3 (HBD3) is a neutral antagonist that blunts effects of other MC1R ligands 11, 12 . In humans, MC1R is highly polymorphic with more than 70 variants, many of which impair MC1R-cAMP signaling responses 13 . At least five "red hair color" (RHC) single nucleotide polymorphisms (MC1R-D84E, -R142H, -R151C, -R160W, and -D294H) are associated with red hair, freckling, fair skin, UV sensitivity and increased lifetime melanoma risk 6 . We and others have reported that MC1R/cAMP signaling regulates melanocyte genomic stability by enhancing and accelerating nucleotide excision repair (NER)-mediated clearance of helix-distorting, replication-blocking DNA adducts generated by UV [14] [15] [16] [17] [18] [19] . Like UV, cisplatin damages DNA in ways that interfere with replication, transcription and genomic stability. The major effect cisplatin has on DNA is to generate intrastrand adducts by forming covalent bonds with the N 7 position of adjacent purine bases to form 1,2-or 1,3-intrastrand crosslinks. Intrastrand platinum-induced DNA adducts distort the double helix and are recognized and removed by NER 20 . The xeroderma pigmentosum complementation group proteins (XPs), which include XPA through XPG, play a critical role in coordinating and promoting NER [21] [22] [23] . XP group A (XPA) deficiency exhibits among the highest UV sensitivity among XP cells 24, 25 . Functionally, XPA is involved in many steps of NER including DNA damage verification, stabilization of repair intermediates and positioning NER factors appropriately at sites of action 26, 27 . Similarly, ATR is critical to UV DNA damage signaling 28 and is linked with NER [29] [30] [31] [32] [33] [34] . Furthermore, ATR provides an anti-mutagenic role in a subset of melanomas 35 . We recently described a molecular pathway linking MC1R signaling with XPA through a protein kinase A (PKA)-mediated phosphorylation event on ATR at S435, which accelerates the repair of UV-induced DNA damage 19 .
The role of MC1R signaling in the repair of cisplatin-induced DNA damage is unknown but has clear implications for predicting secondary melanoma risk after platinum chemotherapy. Because of the significance of MC1R-directed NER in the repair of UV damage in melanocytes 19, 36, 37 , we reasoned that MC1R/cAMP signaling may regulate cellular recovery from platinum-induced DNA injury. Herein, we report that cAMP enhances melanocyte responses to platinum-induced DNA damage through PKA-mediated ATR phosphorylation on S435 and subsequent accelerated recruitment of XPA to nuclear cisplatin damage. Moreover, cAMP stimulation diminished levels of cisplatin-mediated mutagenesis suggesting that the MC1R-cAMP signaling axis is a master regulator of genomic stability in melanocytes. A greater understanding of how genomic stability is regulated in platinum-exposed melanocytes may inform novel approaches to enhance repair in MC1R-defective, melanoma-susceptible individuals or for purposely impairing repair to enhance platinum-chemotherapeutic effects.
Results
MC1R/cAMP signaling enhances the repair of cisplatin-induced DNA damage. To determine whether cAMP signaling affected repair of DNA damage caused by platinum-based chemotherapeutics, we measured DNA repair kinetics in HEK293 cells pre-treated with either vehicle or forskolin, an adenylyl cyclase activator that induces a strong cAMP signal independently of MC1R status. To directly compare the cAMP-influence on repair of platinum-induced DNA damage, a panel of three bi-functional (cisplatin, oxaliplatin and carboplatin) and one monofunctional (phenanthriplatin) compounds were administered to HEK293 cells, and DNA repair measured by XL-PCR detecting PCR-based amplification of a 5 kb fragment of the hypoxanthine guanine phosphoribosyl transferase (HPRT) gene. In this assay, presence of DNA damage interferes with polymerase amplification of the target sequence. As cells repair the damage, there is proportionally more amplification of the sequence 38 . Although repair kinetics differed between platinum agents, forskolin pre-treatment significantly increased repair kinetics for all platinum agents (Fig. 1) , supporting the hypothesis that cAMP signaling accelerates clearance of platinum DNA adducts. Intriguingly, repair kinetics were faster among three bi-functional platinum agents (cisplatin, carboplatin and oxaliplatin) when compared to clearance of the mono-functional agent (phenanthriplatin), suggesting that the higher degree of distortion of the double helix caused by intrastrand purine adducts is more efficiently recognized and repaired by NER as compared to monoadducts 38 . We compared cAMP-mediated augmentation of repair between UV injury in PHMs from our previous studies 19, 39 to cisplatin repair in the current study. We observed that cAMP increased repair kinetics for either UV photoproducts or intrastrand cisplatin-adducts (pt-GpGs), but the extent of repair enhancement varied depending on the DNA lesion (6.3-fold cAMP boost for pt-GpG, 2.1-fold cAMP boost for 6-4-PP, and 1.7-fold cAMP boost for CPDs). We then focused our attention on the mechanisms of cAMP-enhanced repair of cisplatin-mediated DNA injury since cisplatin is a mainstay of a variety of anticancer chemotherapeuitic regimens 40 and signaling mechanisms controlling the repair of its genomic toxicity are poorly understood. Thus, we determined whether MC1R signaling influenced repair efficiency of cisplatin-mediated DNA damage. We measured cisplatin repair kinetics in primary human melanocytes (PHMs) as well as HEK293 cells transfected with either wild type (MC1R WT ) or loss-of-function MC1R (MC1R R151C ). MSH treatment of cells expressing functional MC1R (PHM and HEK293-MC1R-WT) resulted in significantly increased repair efficiency compared to vehicle (Table 1 and Fig. S1 ). HEK293 cells transfected with signaling defective MC1R (MC1R R151C ), in contrast, demonstrated a markedly blunted DNA repair response to MSH (Table 1 and Fig. S1 ). Forskolin enhanced clearance of cisplatin adducts in all cell lines irrespective of MC1R status (Table 1 and Fig. S1 ). To determine the biological consequence of MC1R in the removal of cisplatin-damaged DNA, we tested the ability of its natural antagonistic ligands to regulate NER. Co-treatment of PHMs with MSH and either HBD3, a neutral MC1R antagonist 11, 12 , or ASIP, an inverse MC1R antagonist 10 , blocked MSH-mediated augmentation of cisplatin repair (Table 1 and Fig. S1 ).
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Neither HBD3 nor ASIP interfered with forskolin-mediated enhanced repair (Table 1 and Fig. S1 ), consistent with MC1R-independent generation of cAMP by direct activation of adenylyl cyclase by the drug. Importantly, the presence of MC1R did not appear to impact cellular sensitivity to cisplatin in HEK293 cells (Fig. S2) . Together, these data strongly support an integral role for MC1R/cAMP to accelerate clearance of platinum DNA adducts and support the hypothesis that pharmacologic induction of cAMP signaling enhances NER.
MC1R-cAMP signaling enhances the kinetics of ATR-pS435 generation following cisplatin-induced DNA damage. As cAMP-mediated enhancement of NER active against UV is dependent on phosphorylation of ATR on the S435 residue 19 , we posited that cAMP-mediated acceleration of platinum damage repair was similarly dependent on PKA-mediated generation of ATR-pS435. We previously established that ATR-pS435 accumulation was dependent not only on cAMP induction but also on UV damage, suggesting cooperation between MC1R signaling and cellular damage responses. Therefore, we explored enzyme kinetics of S435 phosphorylation in platinum-damaged cells activated by cAMP signaling. To determine this, we utilized a high-throughput screening method using a biotinylated peptide containing ATR-S435 and a phosphospecific anti-ATR-pS435 antibody 39 . Even though this assay does not take into account full-length ATR and structural contributions to the S435 phosphorylation events, it permits interrogation of rapid phosphorylation kinetics at the repair-relevant residue (e.g. S435). We compared the ability of PHMs and HEK cells transfected with MC1R WT 
or MC1R
R151C to generate ATR-pS435 in the presence or absence of cisplatin. All lines demonstrated decreased K m values as well as elevated V max levels of ATR-S435 phosphorylation when exposed to cisplatin and induced by cAMP. ATR-pS435 generation occurred in response to MC1R signaling as demonstrated by robust induction of MC1R-intact cells treated with either MSH or forskolin (Table 2 and Fig. S3 ). cAMP-induced enhancement of ATR-pS435 was further validated by Western blotting, as demonstrated by elevated levels of this phosphorylation event (Fig. S3) . MC1R-dependence of ATR-pS435 was demonstrated by observing the lack of induction by MSH in cisplatin-exposed MC1R-defective cells or in MSH-treated and cisplatin-exposed MC1R
WT cells co-incubated with either ASIP or HBD3 (Table 2 and Fig. S3 ). Neither ASIP nor HBD3 impacted forskolin-mediated generation of ATR-pS435 in cisplatin-treated cells (Table 2 and Fig. S3 ), suggesting that ASIP and HBD3 antagonize MSH-MC1R interactions rather than inhibit downstream cAMP responses such as PKA-mediated ATR phosphorylation. Together, these data suggest that cisplatin-induced melanocyte damage responses cooperate with MC1R/cAMP signaling to promote ATR-pS435 accumulation and resultant enhanced NER activity.
MC1R-cAMP signaling enhances the interactions of XPA, ATR, and AKAP12 with cisplatin-damaged chromatin. To obtain insight into the mechanism by which cAMP impacts repair of cisplatin-mediated DNA damage, we tested the impact of cAMP stimulation to influence binding of XPA, ATR and A kinase anchoring protein 12 (AKAP12), three key proteins involved in cAMP-enhanced repair of UV damage 19, 39, 41 , to cisplatin-damaged DNA. Treatment of PHMs and MC1R WT -transfected HEK293 cells with MSH significantly increased levels of chromatin-bound ATR, XPA and AKAP12 (Fig. 2) . None of these proteins interacted with chromatin isolated from cells not exposed to cisplatin. Inclusion of either ASIP or HBD3 abrogated MSH-mediated (but not forskolin-induced) benefit, confirming the importance of MC1R in MSH-directed enhancement of ATR, XPA and AKAP12 binding to cisplatin-damaged DNA and the ability of pharmacologic cAMP induction to circumvent MC1R antagonism. To further confirm the specificity and importance of MC1R, studies were performed in MC1R-wild type or -mutant (MC1R R151C -transfected) HEK293 cells. MSH pre-treatment failed to influence binding of XPA, ATR, or AKAP12 to cisplatin-damaged DNA in mutant but not wild type cells. Forskolin enhanced levels of XPA, ATR and AKAP12 in all cell lines irrespective of the MC1R status or presence of MC1R-antagonists. Furthermore, the enhanced cAMP-protein levels appear to be specific to ATR, XPA and AKAP12, as levels of XPC and CSB, two other NER factors, were not modulated by forskolin pre-treatment (Fig. S4 ).
MC1R-cAMP signaling enhances XPA-, ATR-, and AKAP12-DNA interactions following cisplatin-induced DNA damage. To explore the potential kinetic parameters of MC1R/cAMP-enhanced binding of XPA, ATR and AKAP12 to cisplatin-damaged DNA, we adapted the "oligonucleotide retrieval assay-immunoprecipitation" (ORiP) assay 39 to measure protein-cisplatin-damaged DNA interactions. This assay Table 1 . cAMP enhances the repair of cisplatin-induced DNA damage. Primary human melanocytes (PHM), HEK293-MC1R-WT or HEK293-MC1R-R151C cells were pre-treated with either MSH (100 nM), MSH (100 nM) + ASIP (100 nM) or HBD3 (100 nM) or forskolin (10 µM), forskolin (10 µM) + ASIP (100 nM) or forskolin (10 µM) + HBD3 (100 nM), 30 minutes before cisplatin (100 µM) or mock treatment for 1 hr. Following which, the repair of intra-strand DNA damage was monitored using an anti-pt-GpG antibody. Repair efficiencies are expressed as time taken in hours to repair 50% of initial damage and expressed as mean ± SEM.
Values not sharing a common letter were significantly different for each treatment (per cell type) as determined by one-way ANOVA; p ≤ 0.05. Data are expressed as mean ± SEM from three independent experiments.
takes advantage of a biotinylated and cisplatin-damaged oligonucleotide to identify proteins associated with cisplatin damage. Briefly, nuclear lysates are isolated and incubated with a cisplatin-damaged oligonucleotide that is retrieved by streptavidin; bound proteins are identified using antibodies and colorimetric detection. In this way, we measured levels of oligonucleotide-bound XPA, ATR, ATR-pS435 and AKAP12 in nuclear lysates of either HEK293 cells transfected with wild-type MC1R or the R151C mutant variant and pre-treated as indicated (Fig. 3) . In MC1R WT -expressing cells, pre-treatment with MSH or forskolin promoted binding of XPA, ATR-pS435 and AKAP12 to the damaged oligonucleotide substrate roughly 3-4 fold above vehicle (p ≤ 0.05) up to 30 min post-damage (Fig. 3A ,B and C). Incubation with either ASIP or HBD3 reduced MSH-induced association of all factors with the damaged oligonucleotide substrate up to 30 min post-damage (i.e. not cAMP stimulated) (Fig. 3A ,B and C) and each was significantly reduced compared to MSH alone (p ≤ 0.05). We observed essentially no interaction with either XPA, ATR-p435S or AKAP12 with undamaged oligo substrate, irrespective of MSH or forskolin treatment. Considering a longer time course post-damage, we observed that extent of XPA-binding to the damaged-oligonucleotide returned to basal levels at 4 h in unstimulated cells. In contrast, forskolin pre-treatment resulted in an XPA-oligonucleotide interaction that remained elevated above baseline through 4 h (Fig. S5) . Furthermore, Western blots confirmed that forskolin enhanced binding of XPA to cisplatin-damaged chromatin over the same time course as that observed by ORiP (Fig. S5) .
To determine the importance of ATR-pS435 in the recruitment of these factors to cisplatin-induced DNA damage, a knock-down and rescue approach was employed. Endogenous ATR was suppressed and HEK293 cells were transfected with siRNA-resistant S435 wild type or S435A ATR constructs (Fig. 4) . Rescue with wild type S435 ATR promoted cAMP-enhanced binding of XPA, ATR, ATR-pS435 or AKAP12 to cisplatin-damaged DNA. In stark contrast, expression of the non-phosphorylatable ATR-S435A abolished any benefit of Table 2 . cAMP enhances ATR-pS435 generation following cisplatin damage. Cell lysates were extracted from either primary human melanocytes (PHM), HEK293-MC1R-WT or HEK293-R151C, following pre-treatment with either forskolin (10 μM), MSH (100 nM) or vehicle for 30 minutes followed by 1 hr cisplatin exposure (100 μM). ATR-pS435 was measured using the peptide CPKRRRLSSSLNPS (10 μM) as a substrate for 3 minutes (phosphorylation of the substrate was linear within this period). Kinetic parameters of the phosphorylation reaction were calculated by nonlinear regression analysis for the oligopeptide substrate using anti-ATR-pS435 antibody coupled with colorimetric detection. "n.d. " = none detected (below the limits of detection).
MSH-MC1R-cAMP signaling on protein-DNA interactions (Fig. 4) . None of these proteins interacted with the DNA substrate from cells not exposed to cisplatin (Fig. S6) . To directly determine the importance of ATR-pS435 in the repair of cisplatin-induced DNA damage, we again utilized a knock-down and rescue approach. Native ATR was suppressed in HEK293 cells and cells were transfected with siRNA-resistant S435 wild type or S435A ATR constructs. We found that forskolin accelerated repair of cisplatin damage in S435-WT but had no effect in S435A ATR-transfected cells (Fig. S7 ). Since our previous work established that PKA-mediated ATR phosphorylation (on S435) is scaffolded by AKAP12 41 , we tested the contribution of AKAP12 to cAMP enhancement of cisplatin repair in HEK293 cells with endogenous AKAP12 knocked down by siRNA. Transfection of an siRNA-resistant wild type AKAP12 permitted cAMP enhancement of cisplatin repair whereas transfection of a PKA binding-defective AKAP12 mutant 41 abrogated any forskolin-induced benefit on the repair of cisplatin-induced DNA damage (Fig. S8) . Together, these data suggest a role for ATR-pS435 in the recognition and repair of cisplatin DNA damage. -expressing HEK293 cells were pre-treated with either forskolin (10 µM), MSH (100 nM), MSH (100 nM) + ASIP (100 nM) or MSH (100 nM) + HBD3 (100 nM) 30 minutes before cisplatin (100 µM) or mock treatment for 1 hr. Chromatin extracts were isolated and probed for either anti-XPA, anti-ATR, anti-AKAP12 or anti-H2A by Western blotting. ATR and XPA bands were cropped from the same blot. AKAP12 bands were cropped from a separate blot. -expressing HEK293 cells were pre-treated with either forskolin (10 µM), MSH (100 nM), MSH (100 nM) + ASIP (100 nM) or MSH (100 nM) + HBD3 (100 nM) 30 minutes before cisplatin treatment (100 µM) for 1 hr. Isolated nuclear extracts were incubated with a cisplatin-damaged DNA fragment (which acts as a substrate for NER) for a period of 30 minutes at 30 °C, as described in the Experimental Procedures. The interaction with the DNA substrate with (A) XPA, (B) ATR-pS435, (C) AKAP12 were determined using antibodies and quantified as described in Experimental Procedures for ORiP. Data are expressed as mean ± SEM from three independent experiments.
SCienTifiC REPORTS | 7: 11708 | DOI:10.1038/s41598-017-12056-5 MC1R/cAMP signaling promotes association of XPA with ATR-pS435 on cisplatin-damaged DNA. As XPA is indispensable for NER 42 and since phosphorylation of ATR at S435 enhances NER by recruiting XPA to UV-induced DNA damage 19 , we wished to determine how cAMP and physiologic MC1R ligands impacted ATR-pS435-XPA recruitment to cisplatin-damaged DNA. We found that cAMP signaling enhanced levels of ATR-pS435 in cisplatin-damaged chromatin in MC1R
WT -expressing cells treated with MSH compared to vehicle alone (Fig. S9) . Incubation with either ASIP or HBD3 antagonized MSH's enhancement of ATR-pS435 (Fig. S9) . Additionally, proximity ligation in MC1R WT -expressing cells confirmed an increased nuclear association of ATR-pS435 and XPA following cisplatin treatment (Fig. 5A,B) . In contrast, MC1R
WT -expressing cells pre-treated with the MC1R antagonists ASIP or HBD3 failed to exhibit MSH-induced increases in ATR-pS435-XPA association (Fig. 5A,B) . Incubation of MSH enhanced the interaction between XPA and cisplatin-adducts compared to vehicle (Fig. S9) . In contrast, incubation with either ASIP or HBD3 antagonized MSH's enhancement of the co-localization of XPA and cisplatin adducts. Taken together, these data indicate that cAMP signaling enhances interactions of ATR-pS435 and XPA to cisplatin-damaged chromatin.
MC1R/cAMP suppresses cisplatin-induced mutagenesis.
Since we had already observed that cAMP signaling induced ATR-pS435 accumulation, promoted its co-localization with XPA on cisplatin-damaged chromatin and accelerated clearance of cisplatin intrastrand DNA adducts, we reasoned that MC1R/cAMP signaling protects melanocytes against cisplatin-induced mutagenesis. To determine this, we quantified the impact of MC1R agonists and antagonists on cisplatin-induced mutational rate using the HPRT mutagenesis assay 43 . Pretreating PHMs and HEK293 cells expressing wild-type MC1R with MSH or forskolin resulted in marked reductions in cisplatin-induced mutagenesis (Fig. 6A,B) . Co-treatment of either cell type with HBD3 or ASIP Figure 4 . cAMP-induced phosphorylation of ATR at S435 is critical to enhanced interactions of XPA, ATR and AKAP12 to a cisplatin-damaged substrate. HEK293 cells were treated with siRNA-directed to ATR, and then transfected with either (A,B) siRNA-resistant ATR-WT or (C,D), siRNA-resistant ATR-S435A Cells were pre-treated with forskolin (10 μM; 30 min) or vehicle and exposed to cisplatin (100 µM) for 1 hr. Lysates were incubated with a cisplatin-damaged ORiP substrate for protein-DNA binding analysis as described in Experimental Procedures. Data are expressed as mean ± SEM from three independent experiments. blocked MSH-but not forskolin-mediated protection against cisplatin-mediated mutagenesis (Fig. 6A,B ). In contrast, in an MC1R-dysfunctional setting (HEK293 cells expressing MC1R R151C ), MSH failed to protect against cisplatin mutagenesis (Fig. S10 ). Taken together, our studies confirm that MC1R/cAMP signaling enhances the repair of cisplatin-mediated DNA damage, reduces cisplatin-induced mutagenesis and support the concept that cAMP induction may be a viable anti-mutagenic strategy against cisplatin-mediated DNA damage.
Discussion
The melanocortin 1 receptor (MC1R) is a G s protein coupled receptor expressed on melanocytes that regulates many aspects of melanocyte physiology 7, 44 . Loss-of-function MC1R polymorphisms are common and clearly increase lifetime melanoma risk 6 . In addition to influencing the amount and type of melanin made by melanocytes 45 , MC1R signaling, mediated by the second messenger cAMP, controls how efficiently melanocytes respond to cell damage 8, 46 . MC1R signaling enhances the efficiency of nucleotide excision repair (NER), the maintenance pathway charged with the removal of mutagenic UV photoproducts and other bulky adducts from genomic DNA 20, 47 . We previously reported that a key molecular event linking MC1R signaling to NER is cAMP-induced activation of PKA, which then phosphorylates ATR on the S435 residue and leads to recruitment of the NER factor XPA and co-localization of the ATR-pS435-XPA complex to sites of UV photodamage to enhance NER 19 . Subsequently, we found that AKAP12 functions as a critical molecular scaffold required for PKA-mediated generation of ATR-pS435 and that the mechanism by which cAMP enhances NER is through accelerated 5′ strand incision 41 . Our prior studies addressed the mechanisms by which MC1R signaling influences repair of UV photodamage, however the impact this cAMP-mediated system may have against other mutagenic DNA lesions remained unexplored. Hypothesizing that MC1R/cAMP-enhanced NER may extend to other forms of DNA injury besides UV damage, we evaluated the effect of cAMP signaling on melanocyte responses to cisplatin, a platinum-containing chemotherapeutic that forms helix-distorting lesions via both intra-and inter-strand cross links 48 . More than 90% of DNA adducts formed by cisplatin are intrastrand cross-links including 1,2-d(GpG) cross-links, which are repaired by NER 49 . By using an intrastrand lesion-specific cisplatin-DNA antibody that recognizes 1,2-d(GpG) cross-links, we were able to precisely measure the repair kinetics of cisplatin-damaged DNA. We found that induction of cAMP signaling, either physiologically induced through MSH-MC1R signaling or pharmacologically by forskolin, robustly accelerated the clearance of cisplatin-induced DNA adducts in PHMs and in MC1R-expressing HEK293 cells. MSH-enhanced clearance of cisplatin DNA damage was inhibited by MC1R antagonists HBD3 and ASIP, supporting the hypothesis that repair of cisplatin-damaged DNA is regulated through MC1R-ligand interactions. Forskolin, an agent that potently induces cAMP by directly activating adenylyl cyclase, overcame signaling defects caused by defective MC1R or the presence of MC1R antagonists, suggesting that pharmacologic induction of cAMP signaling may be useful to enhance melanocyte genomic stability against cisplatin damage. Comparing our current findings with prior studies 19, 41 , we noted greater cAMP-mediated enhancement of cisplatin damage than for UV photolesions. This may indicate differential cAMP repair profiles for distinct DNA lesions, perhaps explained by variable conformational alterations in DNA, biological activities and/or extent of lesions generated by damaging agents.
To elucidate the mechanistic effect of MC1R ligands on the repair of cisplatin DNA adducts, we adapted the oligonucleotide retrieval immunoprecipitation (ORiP) assay 39, 41 but instead of incorporating UV damage as "bait", we generated a cisplatin-exposed oligonucleotide construct to study kinetics of association between repair proteins and cisplatin-damaged DNA. Using this assay, we found increased association of several NER-enhancing proteins in the cAMP repair axis with cisplatin-damaged DNA including ATR, ATR-pS435, AKAP12 and XPA. One caveat to interpretation of ORiP data, however, is that binding between proteins of interest and DNA may be due to multiple reasons besides increased affinity including differential protein levels, uncharacterized protein-protein interactions or other post-translational modifications. Nonetheless, we documented that cisplatin damage repair and interactions of ATR, ATR-pS435, AKAP12 and XPA with cisplatin-damaged DNA were each regulated by MC1R signaling and appropriate receptor-ligand interactions. While our previous studies focused on XPA's association with UV photodamage 50 , data presented here link cAMP signaling with efficiency of XPA recruitment to cisplatin-damaged DNA. Given the essential role of XPA in DNA repair and genome maintenance 51, 52 , our findings suggest that MC1R/cAMP-mediated XPA interactions may be an important cellular strategy to reduce risk of mutagenesis to a range of NER substrates.
Our previous work established that the critical molecular event needed for improvement of NER by cAMP signaling is PKA-mediated ATR phosphorylation on the S435 residue 19 , however this does not occur to any appreciable extent in undamaged cells. Therefore, in addition to cAMP signaling, there must be cellular damage signals to appropriately activate ATR. Using a phospho-specific antibody that recognizes ATR-pS435, we performed enzyme kinetic studies to study ATR-pS435 kinetics after cisplatin exposure and found that cAMP induction yielded higher V max and lower K m values for ATR-pS435 accumulation. Physiologically, cAMP may enhance the capability of PKA to recognize ATR-S435 and/or impact how strongly PKA interacts with the S435 residue. In any case, our current studies establish that cisplatin is a robust signal for ATR to become a substrate for PKA to enable cAMP-enhanced repair.
Our data suggest PKA-cAMP-signaling favors enhancement of XPA to NER-relevant damage 19, 41 . Interestingly, we did not observe any effect of cAMP on association of XPC or CSB with UV-damaged chromatin, suggesting that cAMP-mediated NER enhancement lies downstream of damage recognition. As XPA is a core factor in both TCR-and GGR, an XPA-driven mechanism could potentially enable a cAMP boost to both TCR and GGR 20 . In addition, acute and chronic PKA-cAMP signaling might involve differential UV responses. These mechanisms may have evolved to ensure long term genomic stability and prevent melanoma formation. Collectively, short-term cAMP signaling (minutes to hours) may involve post-translational modifications of certain repair proteins, while prolonged cAMP-signaling (several days) could also regulate transcriptional and translational responses to damage 14, 18, 19, 44 . We also explored the impact of cAMP signaling on the repair of DNA damage induced by other platinum compounds. Using XL-PCR, we observed distinct repair profiles between cisplatin, oxaliplatin, carboplatin and phenanthriplatin, possibility related to the respective DNA helical-distortion each agent generates [53] [54] [55] . Nonetheless, cAMP signaling enhanced repair of both traditional bi-functional platinum compounds (cisplatin, oxaliplatin, carboplatin) and nonclassical mono-functional agents (phenanthriplatin), supporting the concept of pharmacologic cAMP activation as a strategy for enhanced melanocyte genomic stability against a variety of platinum compounds.
Finally, we found that cAMP markedly reduced cisplatin-mediated mutagenesis in melanocytes, suggesting that melanocyte-directed cAMP induction may be a useful strategy to reduce risk of secondary melanomas in cisplatin-treated cancer patients, particularly among "high-risk" individuals with inherited defects in MC1R known to predispose to melanomas 6, 56 . Recent reports confirm that inheritance of even one abnormal MC1R allele is associated with a higher mutagenic burden in melanoma 57 , strongly suggesting a link between MC1R function and DNA repair. In addition, loss-of-function mutations in ATR occur in a subset of melanomas with a higher somatic mutational load 35 . Together, our findings support the hypothesis that MC1R/cAMP signals coupled with ATR-dependent events regulate melanocytic NER, reduce cisplatin-induced mutagenesis and raise the possibility that pharmacologic cAMP activation may be a useful strategy for enhanced melanocyte genomic stability to reduce secondary melanoma risk in patients treated with platinum-containing chemotherapeutics.
Methods
Cell lines, plasmids, recombinant proteins, siRNA and cisplatin-induced damage. Transformed cell lines HEK293 (ATCC) and melanocytes (Coriell) were cultured in RPMI-10% FBS media. HEK293 cells were transfected with either MC1R-WT, MC1R-R151C, AKAP12-WT or AKAP12
ΔPKA as described 19, 41 . pcDNA3.1 vectors containing either wild-type ATR 58 or mutated ATR (S435A) 19 were used as previously described. All transfections and siRNA knockdowns were confirmed by Western blotting. Recombinant MSH (Sigma), ASIP (BD Biosciences) and HBD3 (BD Biosciences) were used as indicated. siRNA targeted to ATR and AKAP12 (Dharmacon) was performed using manufacturer's instructions. All platinum agents were used at a concentration of 100 µM for cell culture studies.
Antibodies. Antibodies used were ATR-pS435 and ATR-WT 19 , AKAP12 (Thermo Fisher Scientific, Cat #PA5-21759), Pt-GpG (Abcam, Cat #103261), XPA (Cell Signaling, Cat #14607 S), XPC (Cell Signaling, Cat #14768), CSB (Bethyl, Cat #A301), H2A (Cell Signaling, Cat #12349), tubulin (Santa Cruz, Cat #sc-9104).
DNA repair kinetics and mutagenesis. Cells were exposed to platinum agents (cisplatin, oxaliplatin, carboplatin and phenanthriplatin; 100 µM) for 1 hr, followed by two PBS washes and re-addition of RPMI media for indicated times. Immuno-slot blots were performed with an intrastrand lesion-specific cisplatin-DNA antibody (anti-Pt-GpG) using standard slot-blot protocols. Presence of platinum-induced DNA polymerase-blocking lesions was assessed using XL-PCR, repair of a 5 kb fragment of the HPRT gene was assessed by PCR 5′-CCCAACTCACCACAACCTCT-3′ and 5′-AGGGAACCCTTCTGTGTGTG-3′, essentially as described 38 . Efficiency of PCR amplification between damage and control samples was used to calculate repair at each time point as described. The frequencies of cisplatin-induced HPRT mutations were measured as previously described 41 .
Sub-cellular fractionation, immunoprecipitation and immunoblotting. Sub-cellular fractionation was performed with ∼2 × 10 6 cells, washed with PBS and resuspended in 200 μL of solution A (10 mM HEPES at pH 7.9, 10 mM KCl, 1.5 mM MgCl 2 , 0.34 M sucrose, 10% glycerol, 1 mM DTT, and protease inhibitors (Halt Protease and Phosphatase inhibitors; Thermo Scientific). Cells were lysed with Triton X-100 (0.05%). Cytoplasmic proteins were separated from nuclei by centrifugation at 1000 g for 5 min. Isolated nuclei were washed with solution A and lysed in 200 μL of solution B (3 mM EDTA, 0.2 mM EGTA, 1 mM DTT). The soluble nuclear proteins were separated from chromatin by centrifugation at 2000g for 5 min. To release the proteins associated with DNA for ORiP assays, the pellet was treated with DNase I (50 U) for 30 min at 37 °C in 60 mM Tris-HCl (pH 7.5), 2.5 mM MgCl 2 and, 11 mM CaCl 2 ). The reaction was stopped by the addition of 1 mM EGTA and the reaction centrifuged at 2000 g for 5 min at 4 °C to obtain the supernatant. To obtain chromatin containing proteins for Western blotting, the chromatin pellet was washed once with solution B and centrifuged at 10,000 g for 1 min. Isolated chromatin was resuspended in 20 mM Tris-HCl, pH 7.9, 100 mM NaCl, 20% glycerol, 0.1 Nonidet P-40 and sheared by sonication. Chromatin-bound proteins were obtained after centrifugation at 10,000 g for 10 min. Samples were resuspended in 100 μL of SDS sample buffer and heated at 95 °C for 10 min before Western analysis. For Western Blot acquisition analysis, a Storm 860 was used and Western blots scanned using channel 2 with blue excitation at 450 nm and emission at 520 nm, sensitivity was set to normal and PMT voltage set to 400 V.
ATR-pS435 detection and enzyme kinetics. ATR-S435 kinase assays were performed using a biotinylated ATR peptide substrate, CPKRRRLSSSLNPS (Genscript). The peptide was previously validated as specific to S435 phosphorylation in the context of a 14-mer ATR peptide 39 . The kinetic parameters of the phosphorylation reaction were calculated by nonlinear regression analysis with GraphPad Prism.
Oligonucleotide retrieval-immunoprecipitation (ORiP). Synthetic oligonucleotides (Molecular
Beacons) were assembled to form 5′-biotinylated duplex DNA fragments that acts as substrates for NER proteins. A 30-nt oligonucleotide, 5′-CTCGTCAGCATCTTCATCATACAGTCAGTG-3′, was allowed to react at a concentration of 1 mM cisplatin for 16 h at 37 °C in a buffer containing 3 mM NaCl, 0.5 mM of Na 2 HPO 4 and NaH 2 PO 4 . After ethanol precipitation, the oligo was annealed and ligated with two oligonucleotides, as previously described 39 . After indicated treatments, extracts (50 µg) were incubated with the biotinylated oligonucleotide in streptavidin-coated 96 well plates (Thermo-Scientific) (0.01 nM per well) for indicated times at 30 °C. Wells were washed with 40 mM Tris-HCl (pH 7.5) containing 0.01% BSA (wash buffer) followed by fixation in 4% paraformaldehyde. Indicated antibodies (either anti-XPA, anti-ATR, anti-AKAP12) (2 µg) was added for 1 h and detection accomplished using 1-Step Ultra TMB ELISA Substrate (Pierce) with absorbance measured at 400 nm.
Immunofluorescence, in situ detergent extraction and proximity ligation assay. Following cisplatin damage, cells were either processed immediately, or medium was replaced and DNA repair allowed for indicated periods. Cell extraction was carried out in situ by washes of 0.1% Nonidet P-40 for 10 minutes on ice to remove all soluble proteins. Following fixation in 4% paraformaldehyde and cell permeabilization with 0.3% Triton X-100, cells were blocked overnight in 10% donkey serum at 4 °C. After incubation with indicated primary and secondary antibodies, cells were mounted with Prolong Gold antifade. Proximity ligation assay (DuoLink, Sigma) was performed using the manufacturer's instructions. All fluorescence images were obtained using a Leica DMI 6000 confocal microscope using ×100 objective (1.4 numerical aperture) with LAS AF 2.7.2.9586 software (Leica Application Suite Advanced Fluorescence). Maximum intensity images from focal plane z-stacks (spaced 0.2 µm apart) were acquired and deconvoluted. Quantification of fluorescent signal were performed using Image J software.
Statistical Analysis. Student's t tests, and one-way ANOVA were performed with GraphPad Prism 5.0.
Poisson regression analysis was performed using SAS software. Data were considered statistically significant if p values were less than 0.05.
